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relationships among Placostylinae species living on
separate islands, and among other related species.

The Placostylinae belong to the superfamily Ortha-
licoidea (Breure et al. 2010; Breure and Romero 2012)
and contain among others the three genera Placostylus
(H. Beck, 1837), Eumecostylus (Martens in Albers, 1860)
and









Histone genes H3 and H4 were reconstructed for
the five Placostylinae species based on GenBank frag-
ments from related species. Whole histone cassettes
containing histone genes H3 and H4 and their noncod-
ing spacer region could only be reconstructed for the
Solomon Island species E. cleryi (GenBank accession
number: MT726982) and the two New Caledonian
species P. fibratus and P. porphyrostomus (GenBank
accession numbers: MT726983 and MT726984). In
these cassettes both genes were coded on the same
strand, and were separated by a noncoding spacer
region of 707 bp (P. porphyrostomus), 772 bp
(E. cleryi) or 800 bp (P. fibratus). Histone genes H3
and H4 have been reported to be orientated in oppos-
ing directions in gastropod genomes (Armbruster et al.

2005; Harl et al. 2014), but other configurations have
been reported in bivalves (Albig et al. 2003). Our
findings confirm that histone gene cassettes are not
configured consistently in gastropods. For the two
New Zealand species, P. ambagiosus and P. hongii,
the configuration of histone genes could not be
retrieved from our data. Mapping reads from New
Zealand species to consensus sequences of other
species only led to discontinuous mapping recon-
structions, with gaps and poor mapping resolution
in the noncoding spacer region. It is hard to know
if this result reflects read limitation in our data or
indicates real biological information. If it were
real, it would imply that histone genes H3 and H4
have physically distinct genome locations in

Figure 1. Comparison of mitochondrial genome gene order in five Placostylinae snail species. Full name of tRNA and CDS genes
can be found in Table 3.

6 M. QUENU ET AL.





redundancy, and using only one genus name for all
species would seem more appropriate.

Multi-locus analysis of multiple Orthalicoidea
species
Multi-locus analysis involving both mitochondrial
(COXI) and nuclear (H3, 28S) sequences did not
support the monophyly of the Placostylinae (Figure
4). Some Placostylinae species from the Solomon
Islands (P. strangei, E. uligunosus, E. cleryi) were
grouped with species from other sub-families

[Bothriembryon dux (L. Pfeiffer, 1861); Discoleus ameghi-
noi (Ihering, 1908); Prestonella nuptialis (Melvill & Pon-
sonby, 1894); Prestonella bowkeri (G.B. Sowerby III,
1890); Plectostylus peruvianus (Bruguière, 1789)], but
support for the corresponding branch is low (BI pos-
terior probability 0.87). This differs from previous
findings in this group, which used the same combi-
nation of loci, but fewer taxa (Breure and Romero
2012).

Overall, all phylogenetic relationships reported here
supported monophyly within geographical regions (or

Figure 2. Phylogenetic relationships inferred for five giant terrestrial snails of the Pacific. Naesiotus nux (Bulimulidae) was used as
the outgroup in the mitochondrial dataset analyses. Placostylus fibratus and P. porphyrosotmus are from New Caledonia,
P. ambagiosus and P. hongii are from New Zealand and E. cleryi
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